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A non-invasive, liquid biopsy panel of 105 genes focused on oncogenic and resistance mutations in cell-free DNA (cfDNA).  
This panel is designed to provide clinical decision support for solid tumors.

	▪ SNVs (single nucleotide variants) and insertions and deletions (indels) are detected in all 105 genes

	▪ Copy Number Amplifications (CNAs), Copy Number Deletions (CNDs)¹, and gene rearrangements (translocations)  
are detected in a subset of genes

	▪ DNA Sequencing Depth: average 20,000x (raw reads)/5,000x (unique reads)

	▪ Specimen Requirements: Two Streck tubes of peripheral blood (8.5mL each) 

The report includes genomic alterations in select genes, microsatellite instability status², median variant allele fraction (mVAF), therapy 
options and clinical trials matched to the patient’s genomic profile, as well as clinical history.
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1.  BRCA1 and BRCA2 copy number loss are reported when detected
2.  MSI status will be reported when the specimen is determined to be MSI-High
3.  Established using reference materials 
4.  For selected hot spot regions
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