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SUMMARY

 Clinical oncology societies recommend the use of
Comprehensive Genomic Profiling (CGP) to identify
patients eligible for matched targeted therapy, yet full
utilization of the potential benefits of CGP has not
occurred in routine clinical practice.

 Here we assess the adherence to ESMO matched
targeted therapy recommendations and associated
outcomes for CGP-based ALK, RET, ROS1, and
NTRK fusions detected in a large real-world,

* This study demonstrates that in a real-world, retrospective cohort, most oncologists utilized CGP to timely treat patients with ESMO-recommended genomic
matched targeted therapy (82%) for fusion-positive advanced NSCLC.

* More importantly, CGP-matched guideline-recommended treatment is associated with improved rwOS for fusion-positive advanced NSCLC.
* Future studies are needed to understand the gap in compliance with matched targeted therapy.

RESULTS

Table 1. Cohort Demographics and Characteristics. Figure 2. Distribution of Guideline Recommended Medications.

observational dataset of advanced NSCLC patients.
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