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INTRODUCTION

A BRAFV600E mutation is an unfavorable prognostic
biomarker for CRC and is associated with short-lived
treatment response to BRAF and EGFR blockade.

Anti PD-1 therapies are ineffective in MSS CRC but

demonstrate efficacy in combination with BRAF +
EGFR inhibition for MSS BRAFV600E CRC.

A comprehensive characterization of MSS BRAFV600E
CRC as an immunologically distinct subpopulation of
MSS CRC has not been performed.

Aim: Here, we characterize the clinicopathological and
transcriptomic features of MSS BRAFV600E CRC patients,
relative to BRAFV600E WT MSS CRC patients.
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« BRAFV60OE exhibited immune activation characteristics that were not observed in the BRAFV600EWT group.

« Our findings support investigation of novel immune-based therapeutic strategies of MSS BRAFV600E CRC as an immunologically distinct subpopulation of MSS CRC.

De-identified records of MSS CRC patients were
retrospectively analyzed from the Tempus
clinicogenomic database. CMS subtypes were derived
using the CMScaller algorithm.

Categorical and continuous variables were compared
using chi-squared (CS) test and Wilcoxon rank sum
test (W), respectively.

Overall survival was assessed using Univariate Cox
regression analysis with risk set adjustment (RSA)
method.

The association between demographical,
clinicopathological, and immunological factors was
independently tested within each cohort.

The significance of these associations, stratified by

BRAFV600E status, was determined using the
Likelihood Ratio Test (LRT).
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Figure 1. Flowchart depicting the inclusion of data in this study.
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