Variable associations between humoral immune features and immune checkpoint blockade-related outcomes

across tissues in metastatic lung adenocarcinoma

Mario G. Rosasco?, Rotem Ben-Shachari, Daniel Morgensztern?, Michelle M. Stein', and Justin Guinney*

tTempus Al, Inc., Chicago, IL // “Washington University, Division of Oncology, St Louis, MO, USA Abstract #8584

INTRODUCTION

Immune checkpoint blockade (ICB) has improved cancer : : : C e : : :
batient outcomes, yet variable efficacy across metastatic ® In a large real-world cohort of metastatic lung adenocarcinoma patients, we observed significant immunological differences between

sites motivates further study. Recently, humoral immune tIssues.
features have emerged as ICB biomarkers. Given strong

correlations between many prognostic immune features, ® Plasma cell score associations with survival varied between tissues, suggesting humoral immunity may have tissue-dependent effects
we evaluated heterogeneity In correlations between

humoral and other features across metastatic sites, which on ICB-related clinical outcomes.
may contribute to variable ICB efficacy.
RESULTS

METHODS
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