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OBJECTIVES KEY TAKEAWAYS

This study evaluates the impact of the timing of e ~90% of mMCRC patients receive chemotherapy at 1L, despite approvals for 1L targeted treatment in mCRC

next-generation sequencing (NGS) on real-world . . : . : : : : : .
Overa‘cﬂ curvival (rw%s) " folorectal cancer (CRC) @ The time taken to receive NGS results after diagnosis Is a key factor influencing 1L treatment choice, with significant delays

patients and aims to understand its importance in 1N ordering the NGS test
driving treatment decisions. ] : : : Cr : : : : : :
e Earlier NGS testing Is associated with improved real-world overall survival, particularly in patients with stage 4 CRC disease

METHODS RESULTS
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