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INTRODUCTION

Comprehensive genomic profiling (CGP) datasets linked
with systemic anticancer treatments are key tools in
precision oncology, but clinical follow-up may be limited
If derived from a single data modality. When
supplementing electronic health records (EHRS),
administrative claims data may improve the
completeness of treatment journeys. In this study, we
extended abstracted treatment histories using closed
claims data and used the integrated data to characterize
real-world biomarker-treatment relationships.

METHODS

CONCLUSIONS

e Integrating claims and EHR data increases the number of patients with known lines of therapy and
assoclated end dates, and can extend end dates for patients lost to follow-up.

e This study highlights the use of closed claims to extend EHR-abstracted cancer treatment data,
demonstrating utility for real-world treatment patterns and outcome analyses.

RESULTS
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Figure 1. Treatment data from abstracted EHRs and administrative from claims and extended until a new class of

Figure 4. Using integrated LOT, we tracked patient treatment journeys for EGFR (left) and KRAS (right) through LOT3. 93% of LOT1s for EGFR-mutated patients included

claims were combined at the patient level using deterministic
patient linkages. Claims after a patient’s last abstracted treatment
date were eligible for integration into lines of therapy (LOTs).

persistent treatment. That new treatment ends LOT1
and begins LOT2, which is similarly extended until the
end of follow-up.

an EGFR inhibitor. For KRAS p.G12C, where targeted therapies are currently approved in second-line, 86% of LOT1s included immunotherapy and 60% of LOT2s

Included a KRAS inhibitor.

Looking for more?

See our companion poster SA56 (Thurs. 4 - 7 PM): “Assessing the Completeness of Oncology Treatment Data from Administrative Claims:
A Benchmarking Study Against Abstracted EHRs Using Patient-Level Linkages” (Abstract number: 4306)
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