19F Circulating tumor DNA (ctDNA) dynamics predict clinical recurrence in liver-limited metastatic colorectal cancer (mCRC)
patients resected after first-line systemic treatment
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BACKGROUND

RESULTS

iver-limited disease (LLD) occurs in 20-30% of mCRC patients. While liver
‘esection offers a long-term survival benefit in 20-30% of those patients, most
elapse within two years. ctDNA i1s a promising tool for detecting minimal residual
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survival (RFS) is assessed, defined as the time from the index date (date of patients (n=60).

resection of liver metastases for pre-surgery MRD status or date of T, . sample
collection for post-surgery MRD status) to the date of recurrence or death from
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) Plots show comparisons of mMRFS* in patients without adjuvant chemotherapy (ACT; left) versus with ACT (right).

*mRFS is the median RFS unadjusted for treatment with ACT
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p-values were obtained using the Wald test, applying a one-sided significance
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level of 5%. 2 on. Figure 4. Impact of ctDNA dynamics (reduction in VAF) between baseline and pre-surgery in terms of RFS
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