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Background

* Proline isomerase (PIN1) regulates multiple cancer pathways and its expression in pancreatic ductal.
adenocarcinoma (PDAC) is associated with worse survival.
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Conclusions

Contrary to published literature, higher PIN1 expression in metastatic pancreatic ductal adenocarcinoma patients was associated with better overall survival

e PIN1 is overexpressed in both stromal (cancer associated fibroblasts) and cancer cell compartments. . . .
P ( ) P and enrichment of both pro- and anti-tumor immune subsets.

e Genetic or pharmacologic ablation of PIN1 in combination with anti-PD1 immune checkpoint blockade
leads to eradication of PDAC in pre-clinical models.

* The relevance of these findings in metastatic PDAC patients is unclear.

Methods

 Database: Tempus LENS de-identified database (n=2122).

Cohort Characteristics * Inclusion: Stage 1-4 PDAC sequenced prior to 1L therapy.

e To further understand the implications of targeting PDAC stroma, we characterized PIN1 expression
and its impact on the Tumor Immune Microenvironment (TIME) and survival.

stratified by PIN1 expression e Assay: Tempus xT DNA and/or xR whole transcriptome analysis.
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