Impact of claudin-1 (CLDN1) expression on molecular correlates and clinical outcomes in
patients with advanced biliary tract cancers (BTCs)
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INTRODUCTION

SUMMARY

Abstract 602

In patients with advanced BTC receiving first-line chemo-immunotherapy, CLDNI1-H expression is associated with improved rwOS
CLDN1-H expression is more frequent in patients with IHCC versus EHCC and gallbladder cancer.

CLDN1-H expression is associated with immune cell infiltration in advanced BTC.

Clinically relevant molecular alterations are significantly different in CLDN1-H vs CLDN-L BTC.

The tight junction protein CLDN1 is a potential therapeutic target in many
cancers where its dysregulation Is associated with iInvasiveness and
migration. The effect of CLDN1 expression on outcomes in BTC is unknown.
We examined the molecular and clinical correlates of CLDN1 expression in a
real-world cohort of patients with advanced BTCs, including across subtypes.
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