MUC16 As a Therapeutic Target: Advancing Antibody-
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MUC16 DEFINES AN INDEPENDENT POPULATION THAT MAY BENEFIT FROM
Objectives Background Results MUC16-TARGETED THERAPY DUE TO UNIQUELY HIGH MUC 16 EXPRESSION

» |n high-grade serous ovarian carcinoma tumor samples, MUC176 expression was
weakly correlated with expression of ERBB2 (HER2; Spearman’s rho [p]=0.13), FOLR1
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i ) aggressive subtype of ovarian cancer with OVARIAN CANCER (0=-0.18) (Figure 3)
MUC 16 RNA expression across ovarian poor prognosis; itis also the most common » Gene expression in nine histologic subtypes of ovarian cancer was analyzed using _ MUC76 mRNA showed moderate co-expression with SLC34A2 (NaPi2b; p=0.49)

subtype of ovarian cancer—accounting for

70% of cases! 7235 tumor samples from 6906 patients. Tumor samples were considered unique, and TACSTD2 (TROP2: p=0.33)

even when derived from the same patient

cancer histologic subtypes and in
PROC versus PSOC high-grade serous

» Among patients with ovarian cancer who are » Correlations in gene expression were similar when limited to metastatic tumor

» Of the tested biomarkers, MUC 176 showed the highest median expression across

: : : ) samples (n=937) (Figure 4
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These results support MUC16 as a promising — Data from public databases demonstrate MUC16 MRNA EXPRESSION REMAINS HIGH IN HIGH-GRADE SEROUS OVARIAN
target for the treatment of ovarian cancer that MUC 16 RNA expression and MUC16 CARCINOMA IRRESPECTIVE OF PLATINUM-SENSITIVITY STATUS

protein abundance are correlated, and » In high-grade serous ovarian carcinoma tumor samples, median MUC76 mRNA

both are significantly increased in ovarian expression was high overall (9.5 [n=4030]) and in both PROC (9.5 [n=345]) and PSOC

tumor tissue relative to normal tissue® (9.3 [n=287]), and it remained higher than all other tested biomarkers when stratified
by platinum-sensitivity status (Figure 2)
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